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2. you need a search.xml file (for Prolucid) and a sequest.params file (for DTASelect) in the same folder where the ms2 files are. 

3. copy a search.xml template from /data/2/taoxu/ to your folder. 

4. An explanation of the options and parameters in search.xml can be found at data/6/mqdong/MQprotocols/data_analysis/annotated-search.xml.doc

5. Note that in the past, the database in search.xml should be one on bluefish or garibaldi and the database in sequest.params should be a copy of the same database on /scratch/yates. Now, thanks to image links, search.xml and sequest.params can have the same database entries. And they look like this:
/garibaldi/people-b/applications/yates/dbase/your_database.fasta
/bluefish/people-b/applications/yates/dbase/your_database.fasta

6. make necessary modifications to the search.xml file to fit your search requirements.

7. run “prolucidspvalidator” to check the integrity of your search.xml file.

8. copy to clipboard the absolute path to the directory where the .ms2, search.xml, and sequest.params files are.

9. log in garibaldi or bluefish, type the commond “submit_prolucid” and follow the instructions. 

